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VI-1 Introduction

There are 104 complete or nearly complete genomes (sequences
longer than 4,000 bases) in our database that are from the HIV-
2 and SIV-Sooty mangabey group. Twenty-eight seqgences
are HIV-2 but there are duplicates, only 20 are from unique
samples.  Seventy-six are SIVs (36 SIVsmm, 37 SIVmac, 2
SIVmne, 1 SIVstm). Although all these viruses have Sooty
mangabeys as the natural host, there have been cross-species
transfers into humans to create the HIV-2 groups A through G as
well as into captive macaques (Rhesus macaques = mac, Stump
tailed macaques = stm and Pig tailed macaques = mne) by un-
intentional interspecies interactions. Intentional cross species
transfers of virus remain labeled as being from the original host
(e.g., HIV-1 injected into a Chimpanzee is labeled as HIV-1 and
not as SIVcpz; SIVsmm injected into a Rhesus macaque is la-
beled as SIVsmm and not SIVmac). Sixty-four of the 104 com-
plete genomes are presented in the complete genomes align-
ment in this compendium, the others were not included because
they are replicates of the same strain or isolate. These same
64 sequences are present in most of the HIV-2/SIVsmm protein
alignments except that in proteins such as Env and Nef, where
a large set of sequence entries containing that gene only and
not the complete genome were available. For those proteins,
we chose a diverse set including the sub-genomic sequences,
and when more sequences than would fit on a page were avail-
able, highly similar sequences from the complete genome set
of 64 were dropped (for example some of the several SIVmac
sequences).
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HIV-2/SIV Proteins Annotated Features

VI-2 Annotated Features

Features of HIV-2 annotated in the alignment that follows.

Feature Protein Location Page
Gag p15 start Gag 1 369)
pl5 Gag 135 369)
p27 Gag 136 369)
p27 Gag 364 3711
p2 Gag 365 3711
p2 Gag 381 3711
p8 Gag 382 371
p8 Gag 433 371
pl Gag 434 371
pl Gag 447 371
p6 Gag 448 3711
PTAP motif Gag 458-461  [371
PSAP in HIV-2 B, U Gag 476-479 P71
p6 end Gag 510 3721
Gag end Gag 510 3721
Pol p15 start (-1 from Gag) Pol 1 3731
pl5 Pol 67 3731
protease Pol 68 373
protease Pol 166 374]
p51 RT start Pol 167 374]
D catalytic site Pol 276 374]
DD catalytic site Pol 351 3751
p51 RT end Pol 605 3761
p15 RNase H start Pol 606 3761
p15 RNase H end Pol 725 3771
p31 Integrase start Pol 726 377
p31 Integrase end Pol 1018 370!
Pol end Pol 1018 379)
Vif start Vif 1 330)
Vif end Vif 214 331
Vpx start Vpx 1 3821
Vpx end Vpx 112 3821
Vpr start Vpr 1 383l
Vpr end Vpr 101 383
Tat start Tat 1 384]
T exon 1 end Tat 99 384]
E exon 2 start Tat 100 384
@A Tat end Tat 130 384]
< Rev start Rev 1 3851
—aU exon 1 end Rev 24 E
o) exon 2 start Rev 25 85
2 Rev end Rev 107 385
Env start Env 1 3871
signal peptide end Env 22 3871
gp120 start Env 23 3871
V3 Env 311344 388
gp120 end Env 525 3901
gp41 start Env 526 3901
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Sequences

HIV-2/SIV Proteins

Feature Protein Location Page
Env end Env 879 392]
Nef start Nef 1 393
R17Y mutation Nef 17 303]
max HIV-1 similarity Nef 153-182 3931
premature stop in Mac239  Nef 93 3931
normal Nef end Nef 262 394
VI-3 Sequences
Sequences included in the HIV-2/SIV protein alignments.
Name Accession  Proteins Author Reference
H201_AE.US.91.PA 1L.33093 Pol Gao, F J Virol 68(11); 7433-47 (1994)
H2A.CI.88.UC2 U38293 All Barnett, SW Virology 222(1); 257-61 (1996)
H2A.CLx.IC763124 U76641 Nef Switzer, WM J Infect Dis 177(1); 65-71 (1998)
H2A.DE.91. HOM U73757 Nef Fackler, OT Eur J Biochem 247(3); 843-51
(1997)
H2A.DE.92.NEP U73758 Nef Fackler, OT Eur J Biochem 247(3); 843-51
(1997)
H2A.DE.x.BEN M30502 All Kirchhoff, F Virology 177(1); 305-11 (1990)
H2A.DE.x.PEI2 U22047 Gag, Pol, Vif, Talbott, R PNAS USA 90(9); 4226-30 (1993)
Vpx, Vpr,
Tat, Rev, Nef
H2A FR.x.96206 AF170048  Env Damond, F Virology 280(1); 19-30 (2001)
H2A.FR.x.96226 AF170030  Env Damond, F Virology 280(1); 19-30 (2001)
H2A.FR.x.96330 AF170047, Env Damond, F Virology 280(1); 19-30 (2001)
H2A.GH.x.GH1 M30895 All Hasegawa, A ARHR 5(6); 593-604 (1989)
H2A.GM.87.D194 104542 All Kuehnel, H PNAS USA 86(7); 2383-7 (1989)
H2A.GM.90.CBL24 U05353 Env Breuer, J J Gen Virol 1995 Feb;76( Pt
2):333-45
H2A.GM.x.CBL23 U05352 Env Breuer, J J Gen Virol 1995 Feb;76( Pt
2):333-45
H2A.GM.x.ISY J04498 All Franchini, G PNAS USA 86(7); 2433-7 (1989)
H2A.GM.x.MCN13 AY509259  Gag, Pol, Schmitz, C J Virol 78(4):2006-2016 (2004)
Vif, Vpx,
Vpr, Tat, Rev
H2A.GW.86.FG J03654 Gag, Pol, Vif, Zagury, JF PNAS USA 85(16); 5941-5 (1988)
Vpx, Vpr,
Tat, Rev, Env
H2A.GW.87.CAM2CG D00835 All Tristem, M J Gen Virol 1991 Mar;72( Pt
3):721-4
H2A.GW.x.ALI AF082339  All Azevedo-Pereira, Unpublished (1998)
M
H2A.GW.x.CAM1 U05359 Env Breuer, J J Gen Virol 1995 Feb;76( Pt
2):333-45
H2A.GW.x.MDS 748731 Gag, Pol, Vif, Becker, M Unpublished (1995)
Vpx, Vpr,
Tat, Rev, Nef
H2A.PT.x.1069 AJ344389 Nef Padua, E J Gen Virol 2003 May;84(Pt

5):1287-99
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http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=L33093
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=U38293
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=U76641
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=U73757
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=U73758
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=M30502
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=U22047
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF170048
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF170030
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF170047
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=M30895
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=J04542
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=U05353
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=U05352
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=J04498
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY509259
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=J03654
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=D00835
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF082339
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=U05359
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=Z48731
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344389

HIV-2/SIV Proteins Sequences

Name Accession Proteins Author Reference
H2A.PT.x.1147 AJ344390 Nef Padua, E J Gen Virol 2003 May;84(Pt
5):1287-99
H2A PT.x.1215 AJ344393 Nef Padua, E J Gen Virol 2003 May;84(Pt
5):1287-99
H2A.PT.x.1227 AJ344391 Nef Padua, E J Gen Virol 2003 May;84(Pt
5):1287-99
H2A.PT.x.1320 AJ344394 Nef Padua, E J Gen Virol 2003 May;84(Pt
5):1287-99
H2A.PT.x.1378 AJ344414 Nef Padua, E J Gen Virol 2003 May;84(Pt
5):1287-99
H2A.PT.x.1428 AJ344408 Nef Padua, E J Gen Virol 2003 May;84(Pt
5):1287-99
H2A.PT.x.1543 AJ344405 Nef Padua, E J Gen Virol 2003 May;84(Pt
5):1287-99
H2A PT.x.1544 AJ344407 Nef Padua, E J Gen Virol 2003 May;84(Pt
5):1287-99
H2A PT.x.1567 AJ344409 Nef Padua, E J Gen Virol 2003 May;84(Pt
5):1287-99
H2A PT.x.268 AJ344410 Nef Padua, E J Gen Virol 2003 May;84(Pt
5):1287-99
H2A.PT.x.483 AJ344401 Nef Padua, E J Gen Virol 2003 May;84(Pt
5):1287-99
H2A PT.x.546 AJ344403 Nef Padua, E J Gen Virol 2003 May;84(Pt
5):1287-99
H2A PT.x.794 AJ344388 Nef Padua, E J Gen Virol 2003 May;84(Pt
5):1287-99
H2A.PT.x.B1_1 AJ344406 Nef Padua, E J Gen Virol 2003 May;84(Pt
5):1287-99
H2A.PT.x.EP AJ344387 Nef Padua, E J Gen Virol 2003 May;84(Pt
5):1287-99
H2A PT.x.MP1 AJ344385 Nef Padua, E J Gen Virol 2003 May;84(Pt
5):1287-99
H2A.PT.x.MP2 AJ344386 Nef Padua, E J Gen Virol 2003 May;84(Pt
5):1287-99
H2A.SN.85.ROD M15390 All Clavel, F Nature 324(6098); 691-5 (1986)
H2A.SN.x.ST M31113 Env, Nef Kumar, P J Virol 64(2); 890-901 (1990)
H2A x.x.JAU2 1.28936 Vif ARHR 14(5); 465-9 (1998)
H2AB.CI.90.7312A 1.36874 All Gao, F Unpublished
H2B.CI.88.UCl1 L07625 All Barnett, SW J Virol 67(2); 1006-14 (1993)
H2B.CIL.x. EHO U27200 All Rey-Cuille, MA Virology 202(1); 471-6 (1994)
% H2B.CIL.x.IC762993 U76639 Nef Switzer, WM J Infect Dis 177(1); 65-71 (1998)
IQ H2B.FR.x.96200 AF170057  Env Damond, F Virology 280(1); 19-30 (2001)
‘é’ H2B.FR.x.97227 AF170052  Env Damond, F Virology 280(1); 19-30 (2001)
- H2B.GH.86.D205 X61240 All Kreutz, R ARHR 8(9); 1619-29 (1992)
S H2B.JP.01.KR020 AB100245  Gag, Pol, Vif, Oka, S-1 ARHR 19(11); 1045-9 (2003)
% Vpx, Vpr,
i Tat, Rev, Env
H2C.LR.x.2238 M87138 Pol Gao, F Nature 358(6386); 495-9 (1992)
H2D.LR.90.FO784PA MS87110 Pol Gao, F Nature 358(6386); 495-9 (1992)
H2D.LR.90.FORTC2 M87111 Pol Gao, F Nature 358(6386); 495-9 (1992)
H2G.CIL.x.ABT96 AF208027  All Brennan, CA ARHR 13(5); 401-4 (1997)
H2U.FR.96.12034 AY530889 All Damond, F ARHR 20(6); 666-72 (2004)
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http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344390
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344393
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344391
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344394
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344414
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344408
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344405
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344407
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344409
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344410
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344401
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344403
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344388
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344406
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344387
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344385
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ344386
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=M15390
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=M31113
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=L28936
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=L36874
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=L07625
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=U27200
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=U76639
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF170057
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF170052
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=X61240
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AB100245
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=M87138
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=M87110
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=M87111
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF208027
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY530889

Sequences

HIV-2/SIV Proteins

Name Accession Proteins Author Reference

MAC.US .x.17EC1 AY033233|  Vif, Vpx, Anderson, MG Virology 195(2); 616-26 (1993)
Vpr, Tat,
Rev, Nef

MAC.US x.17EFR AY033146/  Vif, Vpx, Flaherty, MT J Virol 71(8); 5790-8 (1997)
Vpr, Tat,
Rev, Nef

MAC.US .x.1937 AY611495|  Vif, Vpx, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Vpr, Tat, Rev

MAC.US .x.2065 AY611493]  Vif, Vpx, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Vpr, Tat, Rev

MAC.US .x.239 M33262 All Kestler, H Science 248(4959); 1109-12 (1990)

MAC.US.x.251_1A11 M76764 Vif, Vpx, Planelles, V ARHR 7(11); 889-98 (1991)
Vpr, Tat,
Rev, Nef

MAC.US .x.251_32H_PJ5 D01065 Vif, Vpx, Rud, EW J Gen Virol 1994 Mar;75( Pt
Vpr, Tat, 3):529-43
Rev, Nef

MAC.US .x.251_BK28 M19499 All Franchini, G Nature 328(6130); 539-43 (1987)

MAC.US .x.270W AY290712| Env Buckley, KA Virology 312(2); 470-80 (2003)

MAC.US.x.418 AY302466  Env Mansfield, KG Unpublished

MAC.US .x.80035 AY611486/  Vif, Vpr, Tat, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Rev

MAC.US.x.81035 AY599200,  Vif, Vpx, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Vpr, Tat, Rev

MAC.US .x.85013 AY611490,  Vif, Vpx, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Vpr, Tat, Rev

MAC.US .x.92050 AY603959  Gag, Pol, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Vif, Vpx,
Vpr, Tat, Rev

MAC.US .x.92077 AY599201|  Vif, Vpx, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Vpr, Tat, Rev

MAC.US .x.93057 AY611492|  Vif, Vpx, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Vpr, Tat, Rev

MAC.US.x.93062 AY607704/  Vpx, Vpr, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Rev

MAC.US .x.95058 AY611494]  Vif, Vpx, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Vpr

MAC.US .x.95086 AY607703|  Vif, Vpx, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Vpr, Tat, Rev

MAC.US.x.95112 AYS588946/  Vif, Vpx, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Vpr, Tat, Rev

MAC.US .x.96016 AY607701)  Vif, Vpx, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Vpr, Tat, Rev

MAC.US.x.96020 AY611488|  Vif, Vpx, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Vpr, Tat, Rev

MAC.US .x.96072 AY611491|  Vif, Vpx, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Vpr, Tat, Rev

MAC.US .x.96081 AY597209)  Vif, Vpx, Tat, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Rev

MAC.US.x.96093 AY611489|  Vif, Vpx, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Vpr, Tat, Rev

MAC.US .x.96114 AYS588945/  Vif, Vpx, O’Connor, DH J Virol 78(24):14012-14022 (2004)
Vpr, Tat, Rev
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http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY033233
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY033146
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY611495
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY611493
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=M33262
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=M76764
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=D01065
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=M19499
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY290712
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY302466
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY611486
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY599200
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY611490
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY603959
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY599201
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY611492
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY607704
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY611494
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY607703
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY588946
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY607701
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY611488
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY611491
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY597209
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY611489
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY588945
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HIV-2/SIV Proteins

Sequences

Name Accession Proteins Author Reference
MAC.US.x.96123 AY611487  Vif, Vpx, O’Connor, DH J Virol 78(24):14012-14022 (2004)

Vpr, Tat, Rev
MAC.US.x.96135 AY607702  Vpx, Vpr, Tat  O’Connor, DH J Virol 78(24):14012-14022 (2004)
MAC.US .x.97009 AY599199|  Vpr, Tat O’Connor, DH J Virol 78(24):14012-14022 (2004)
MAC.US .x.97074 AY599198  Vpr O’Connor, DH J Virol 78(24):14012-14022 (2004)
MAC.US.x.BK28_H824 U86638 Vif, Vpx, Tat, Edmonson, P J Virol 72(1); 405-14 (1998)

Rev, Env, Nef
MAC.US .x.BR5 AY290716| Env Buckley, KA Virology 312(2); 470-80 (2003)
MAC.US .x.BR5 AY290711, Env Buckley, KA Virology 312(2); 470-80 (2003)
MAC.US.x.MAC239_87082 AY600249|  Vif, Vpx, O’Connor, DH J Virol 78(24):14012-14022 (2004)

Vpr, Tat, Rev
MAC.US.x.MM142 Y00277 All Chakrabarti, L Nature 328(6130); 543-7 (1987)
MAC.US.x.SMM142B BD131285  Gag, Pol, Vif, Alizon, M Patent: JP 2002030099-A 2

Vpx, Vpr, 29-JAN-2002; INSTITUT

Tat, Rev, Env PASTEUR
MAC.US x.r80025 AY576480  Vpr O’Connor, DH J Virol 78(24):14012-14022 (2004)
MAC.US .x.r90131 AY576481  Vpr, Rev O’Connor, DH J Virol 78(24):14012-14022 (2004)
MNE.US.82.MNE_8 M32741 All Kimata, JT J Virol 72(1); 245-56 (1998)
MNE.US.x. MNE027 U79412 All Kimata, JT J Virol 72(1); 245-56 (1998)
SMM.SL.92.SL92B AF334679  All Chen, Z J Virol 70(6); 3617-27 (1996)
SMM.US.02.YNPRC_FAL AY965498  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.02.YNPRC_FAL AY965402| Env Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.02.YNPRC_FBL AY965462| Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.02.YNPRC_FBL AY965395| Env Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.02.YNPRC_FCP AY965499  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.02.YNPRC_FIP AY965461| Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.02.YNPRC_FIP AY965404, Env Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.02.YNPRC_FKL AY965497  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.02.YNPRC_FUP AY965500  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.02.YNPRC_FUP AY 965405/ Env Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.02.YNPRC_FVN AY965490  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.02.YNPRC_FVN AY965431, Env Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.02.YNPRC_FWS AY965488  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.02.YNPRC_FWS AY965394| Env Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.02.YNPRC_FYN AY965507  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.02.YNPRC_FYN AY965410  Env Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.03.TNPRC_D215 AY965511  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.03.TNPRC_D215 AY 965445  Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.03.TNPRC_G932 AY965477, Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.03.TNPRC_M924 AY965481  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.03.TNPRC_M934 AY965491  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.77.CNPRC_CFU212 AY965512  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.79.NIRC_6001_G930 | AY965463| Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.79.NIRC_6007_G932 |AY965466  Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.79.NIRC_6007_G932 |AY965415| Env Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.79.NIRC_CFU212 AY 965468 Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.79.NIRC_CFU233 AY965473| Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.79.NIRC_CFU233 AY965422 Env Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.80.NIRC_6001_G930 AY965413| Env Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.81.NIRC_CFU233 AY965515  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.81.TNPRC_G930 AY965434|  Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.82.NIRC_6007_G932 AY965467, Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.84. TNPRC_F104 AY 965475 Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
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http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY611487
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY607702
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY599199
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY599198
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=U86638
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY290716
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY290711
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY600249
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=Y00277
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=BD131285
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY576480
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY576481
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=M32741
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=U79412
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF334679
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965498
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965402
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965462
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965395
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965499
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965461
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965404
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965497
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965500
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965405
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965490
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965431
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965488
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965394
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965507
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965410
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965511
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965445
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965477
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965481
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965491
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965512
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965463
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965466
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965415
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965468
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965473
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965422
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965413
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965515
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965434
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965467
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965475

Sequences HIV-2/SIV Proteins
Name Accession Proteins Author Reference
SMM.US.85.TNPRC_F102 AY965370  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.85.TNPRC_F104 AY965476/| Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.86.NIRC_6001_G930 |AY965464| Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.86.NIRC_6002_G931 | AY965465/ Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.86.NIRC_CFU212 AY965513  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.86.NIRC_CFU226 AY965514  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.86.NIRC_CFU226 AY965471| Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.86.NIRC_CFU232 AY965472|  Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.86.NIRC_CFU233 AY965474|  Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.89.TNPRC_G930 AY965509  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.90.TNPRC_F100 AY965496  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.90.TNPRC_F100 AY965397, Env Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.91.TNPRC_G931 AY965435|  Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.93.TNPRC_D178 AY965505  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.93. TNPRC_E042 AY965486  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.93.TNPRC_F102 AY965412] Env Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.93.TNPRC_M920 AY965357  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.94. TNPRC_GO080 AY965455|  Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.94.TNPRC_M927 AY965456/ Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.94. TNPRC_M927 AY965392] Env Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.95.TNPRC_D171 AY965484  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.95.TNPRC_D175 AY965377  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.95.TNPRC_D175 AY965441|  Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.95.TNPRC_D175 AY965419| Env Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.95.TNPRC_D176 AY965489  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.95.TNPRC_D177 AY965443|  Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.95.TNPRC_E045 AY965506 Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.95.TNPRC_F102 AY965453|  Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.95.TNPRC_G932 AY965508  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.95.TNPRC_G932 AY965436/ Pol Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.95. TNPRC_M939 AY965485  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.95. TNPRC_M942 AY965501  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.97.TNPRC_GO080 AY965363  Gag Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US.97.TNPRC_GO080 AY965398 Env Apetrei, C J Virol 79(14); 8991-9005 (2005)
SMM.US .x.62K U04989 Vpr Hirsch, VM J Virol 68(4); 2649-61 (1994)
SMM.US.x.BPZ_m12 AY603050  Vif, Vpx, Tat, Glenn, AA Virology 325(2); 297-307 (2004)

Rev
SMM.US.x.F236_H4 X14307 All Hirsch, VM Nature 339(6223); 389-92 (1989)
SMM.US.x.H445 AY221509| Env Dehghani, H J Virol 77(11); 6405-18 (2003)
SMM.US.x.H9 M80194 All Courgnaud, V J Virol 66(1); 414-9 (1992)
SMM.US.x.P209C15 1.20009 Env Hynes, NA ARHR 9(8); 803-6 (1993)
SMM.US.x.PBJ14_15 1L.03295 All Dewhurst, S Nature 345(6276); 636-40 (1990)
SMM.US .x.PBJA M31325 Gag, Pol, Vif, Dewhurst, S Nature 345(6276); 636-40 (1990)
Vpx, Vpr,
Tat, Rev, Nef
SMM.US.x.PBJC 103296 Vif, Vpx, Tat, Dewhurst, S Nature 345(6276); 636-40 (1990)
Rev, Nef
SMM.US.x.PBJD 1.03297 Vif, Vpx, Tat, Dewhurst, S Nature 345(6276); 636-40 (1990)
Rev, Nef
SMM.US.x.PBJE 103298 Vif, Vpx, Tat, Dewhurst, S Nature 345(6276); 636-40 (1990)
Rev, Nef
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http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965370
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965476
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965464
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965465
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965513
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965514
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965471
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965472
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965474
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965509
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965496
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965397
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965435
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965505
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965486
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965412
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965357
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965455
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965456
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965392
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965484
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965377
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965441
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965419
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965489
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965443
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965506
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965453
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965508
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965436
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965485
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965501
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965363
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY965398
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=U04989
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY603050
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=X14307
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY221509
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=M80194
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SMM.US.x.PBJ_143 M80193 Gag, Pol, Vif, Courgnaud, V J Virol 66(1); 414-9 (1992)

Vpx, Vpr,

Tat, Rev, Nef
SMM.US.x.PBJ_6P12 L09211 Env, Nef Novembre, FJ J Virol 67(5); 2466-74 (1993)
SMM.US.x.PBJ_6P6 109212 Gag, Pol, Vif, Novembre, FJ J Virol 67(5); 2466-74 (1993)

Vpx, Vpr,

Tat, Rev, Nef
SMM.US.x.PBJ_6P9 109213 Nef Novembre, FJ J Virol 67(5); 2466-74 (1993)
SMM.US.x.PGM53 AF077017,  All Novembre, FJ J Virol 72(11); 8841-51 (1998)
SMM.US .x.PT573 AY?221511, Env Dehghani, H J Virol 77(11); 6405-18 (2003)
SMM.US.x.PT583 AY?221512] Env Dehghani, H J Virol 77(11); 6405-18 (2003)
SMM.US.x.SME543 U72748 All Hirsch, VM J Virol 7T1(2); 1608-20 (1997)
SMM.US.x.SMP209 1L.20008 Env Hynes, NA ARHR 9(8); 803-6 (1993)
STM.US.x.STM M83293 All Novembre, FJ Virology 186(2); 783-7 (1992)
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AC.U: XZil BK28
AC.US.x.SMM142B

MNE.US x. MNE027
MNE.US.82.MNE_8

SL.92.SL92B
T583

Ecci o

15

BBBAT

5

E;RC FIP

x P209C 15
x.H9

,X.SMES43
x.PBJ_6P12
x.F236_H4
x.PBJ14_15
x.PGMS53
"USx.SMP209
STM US.x.STM

G

i:i:&:i:&:i:i:i:&:i:i:i:i:&:i:&:i:&:
PLLELSLSIAT:

c;c;

----- PLV--R---

- -GE-E-VD-Q---

G-TD D-V--DST-K-..
K--EO---RR KD---LE-V--DNTT....
EQ G--D---LR- V——DNKT_(IS_EP.

- --ES-Q-KD---KQ----- K-TR

fieiQe-Ke---eHeIee-.-T....0S
--T-Q-S-----K-V---SN-AS..

.5---K
--Q- KD---EK--E-NGN ......... STS
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68€

V3

MAC.US x.239 PVTIMSGLVFHS. .QP. INDRPKQAWCWFGGKWKDAIKEVKOTIVKHPRYTG TNNTD.KINLTAP.
2A.GM.x.CBL23

ASN.x
2A.SN:85.ROD
2A.GM.x.ISY -I-L---RR-
2B.CL.x. EHO -IRTV--IL-

N
N
N
N
N
N
N
N
N
N
N
N
N
N
N
N
N
N
N
N
N
N

2B.GH.86.D20
H2B.JP.01.KR020
H2G.CLx.ABT96
H2U.FR.96.12034
H2AB.CL.90.7312A

x.418
AC.U: xBK28 H824
M142
AC.U: XZil BK28
AC.US.x.SMM142B

MNE.US x. MNE027
MNE.US.82.MNE_8

SL.92.SL92B
T583

Ecci o

¢

BBBAT

15

E;RC FIP

x P209C 15
x.H9

,X.SMES43
x.PBJ_6P12
x.F236_H4
x.PBJ14_15
x.PGMS53
"USx.SMP209
STM US.x.STM

G

i:i:&:i:&:i:i:i:&:i:i:i:i:&:i:&:i:&:
PLLELSTIIAT:

c;c;
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MAC.US x.239

2A.GM.x.CBL23
2A.CL.88.UC2

AFR.x.96206
2A.GM.87.D194
2A.GM.90.CBL24

60.FG
%A g}W 8; .CAM2CG
2A.SN.85.ROD
2A.GM.x.ISY

H2B.CL.x EHO
H2B FR.x.96200

2B.GH.86.D205
H2B.JP.01.KR020
H2G.CI1.x.ABT96
H2U.FR.96.12034
H2AB.CI.90.7312A

AC.US.x.BR5
AC.US.x.270W
AC.US.x.BR5

US.x.418
AC,H; X. BK28 H824

AC.US x. 251 BKZS
AC.US.x.SMM142B
MNE.US.x. MNE027
MNE.US.82.MNE_8

x.H445

X P2909C15
“US X SMES43
.USx.PBJ 6P12
"US'X.F236_H4
{USx.PBJIZ_15
SMM.US x PGM53
-US'X.SMP209
STM.US.x.STM

su1doid AIS/C-AIH

GNQTNITMSAEVAELYRLELGDYKLVEITPIGLAPTDVKRYTTGGTSRNKRGVFVLGFLGFLATAGSAMGAASLTLTAQSRTLLAGIVQQQQQLLDVVKRQQELLRLTVWGTKNLQTRVTAIEKYLKDQAQ LNAWGCAFROVCHTTVPW

m m mmmmXxmm

I F
-I-V---PF---
F

gp120 end °p4l start

M--

0 T TUUVUVUVUUU OO<OOOIARSTO<

..V
.V-D
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< <<<bc<<< -
ooo o

. PNASLTPKWNNETWQEW
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MAC.US x.239 ERKVDFLEENITALLEEAOIQOEKNMYELOKLNSWD\/FGNWFDLASWIKYIOYGVYIVVGVILLRIVIYIVOMLAKLROGYRPVFSSPPSYFOQTHIQQDPALPTREGKERDGGEGGGNSSWPWOIEYIHFLIRQLIRLLTWLFSNCRTLLSRVYQILQPILQRLSATLO 810
H2A.GM.x.CBL23 G-L G

H2A DE
H2A .GH
H2A FR x.96206
H2A.GM.87.D
H2A.GM.90.CBL24
H2A GW.x. AL
H2A.GW.x.CAM1
H2A.GW.86.FG
HOAGWST.CAM2CG
H2A SN.x.S
BA SN A5 ROD
H2A GM.x.I
H2B.CLx E
H2B.C1.88.UCI
H2B FR.x.96200
H2B.FR x.97227 KHRGQ -5D-VY| A-R
H2B.GH.86.0205 -H v T--IP-RK-RGQ-AN-ET-EG- -ND-DYR- LKTF---HQ-STN- .. ... 793
H2B.JP.01.KR020 -NQ-R--D----K-- CFT---A--T-L-VI--LWo--oono- L---- v HKGQGR-AS - ET-EG- -DDEDYR- - - - - - S RN--T--YNS--S--LKIF-P--LVF.... ... 779
H2G.CLx.ABT96 -KQIN- - “T--V--VYL-L-V-A---V------V--I-GR V--I--RK-QEX- -K-EI-GES-NK--YR----=c-- X---GN----- Yo---A----IX-T---LF--I-R 815
H2U.FR.96.12034 “T--V--VYL-L-V-A-I-I------V--L-GS--K- VE- R — --IC-S---LF-SI
H2AB.CL90.7312A
AC.US.x.BR5 .-
AC.USX.270W
ACUSXBRS
ACUS X418
ACUSXBK2S 11824
ACUSXMMI%
AC.USx.251 BK28 G
ACUS X SMM142B T K---KG---GS
MNE.US.x, MNE027 B R e A
MNE.US.82.MNE_8
SL.92.SL92B N--QLC- - --EIS-
US X PT383 <V G- R
‘US.02.YNPRC_FWS .
‘US.02.YNPRC_FAL 14
"US.02.YNPRC_FBL 46
"US.93 TNPRC F102 44
SMM.US.79.NIRC_CFU233 63
US.95 TNPRC_D175 50
SMM.US.79.NIRC_6007_G93 8
94 TNPRC_M927 63
SMM.US.97. TNPRC_G03 16
'90.TNPRC_F100 63
SMM.US 80.NIRC 6001 G930 50
US.02.YNPRC_FV! 24
US.02.YNPRC_FYN 44
US.02.YNPRC_FUP 44
102.YNPRC_FIP 44
SMM.US x PT573 18
‘X.H445 18
SMM.US x.P209C15 18
X.H9 17
SMM.US X SME54: 18
X.PBJ_6P12 20
SMM.US x F236_H. 16
XPBJM 15 20
"US’x PGM53 -- GQ| D 18
US X SMP309 -1 A-V--IP-HKGQEP--K- -E-GE--DR--SR- 17
STM.USx.STM  =e=eeo-- A---Q----n- Vemmm T--VR---nnnn L-T-LVM--VA---M-L--R--K----====x- CR- -IP-HKGQEQ- -K- -T-EG- -DR--IN-- - - ---- | [V YN-F-AC---T--T-H-TF--I-RI-- 813
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su1doid AIS/C-AIH

MAC.US x.239

2A.GM.x.CBL23
2A.CL.88.UC2

A.FR.x.96206
2A.GM.87.D194
2A.GM.90.CBL24

60.FG
2A GW.87.CAM2CG
2A.SN.x.ST
2ASN. 85 ROD
2A.GM.x.ISY

H2B.CL.x EHO
H2B FR.x.96200

2B.GH.86.D205
H2B.JP.01.KR020
H2G.CIL.x.ABT96
H2U.FR.96.12034
H2AB.CI.90.7312A

AC.US.x.BR5
AC.US.x.270W
AC.US.x.BR5

US.x.418
AC,H; X. BK28 H824

AC.US.x. 251 BK28
AC.US.x.SMM142B
MNE.US .x. MNE027
MNE.US.82.MNE_8

PRC_FUP
P}RC FIP

‘X.H445
X P2909C15
X SMES43
X.PBJ_6P12
X.F236_H4
X.PBJ1Z_15
SMM.US x PGM53
"US'X.SMP209
STM.US.x.STM

E:E:E:E:E:E:'i:'”i:“""i:'i:"i:‘

RIREVLRTELTYLQYGWSYFHEAVQAVWRSATETLAGAWGDLWETLRRGGRWILAT PRRIROG LELTLL*

A--DW--LDAA ----CEWIQG-F--FA-ATR--

. -DW- - LKAA- -

“FRWLQ--CT-AT-A-Q- - -TST-RA- K- -G-
--Q--K--F--FGKA-R- - - SRTGRE-
~IGW-Q- - - - -AAGATG- - - - STGRT -

A e ATV----LI
<----Q--A--W-KF-R----S--R-T

- - C -E-
-CEWIQ- -F--LA-VTR---TS-GRS- -GA-G-
-P--LPPA--R--I-W-Q--I--AA-A-G----S-ARTS-GV---

-I-W- --NTGRAZ -KA- - -
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£6€

MAC.US x.239
2A.CI.88.UC2
2A.DE.x.
2A. DE. .
2. H

> oo
~J;

1%}
£9<
=l
s

(1C763124
87 CAMZCG

chctalelalalalalale)
3 éxg.a.st 5
7 35 oo3e ?

=

v}

7

o

ciaclaclacioclaciaciacl
i v s vl

CL8
2B.CLx. IC762993
H2B.GH.86.D205

H2G.CLx.ABT96
H2U.FR.96.12034
H2AB.CL.90.7312A
AC.US.x.251_1All
AC.U: x251 BK28

AC.US x251 32H PJ5
AC.US x.BK28_H824

MNE.US.82.MNE_8
NE.US.x.MNE(027

M.US.x.H9
X.PBJC
x.PBJ_143
x.PBJD
X.PBJE
x.PBJ14_15
X.PBJA

£
1

P

P

,
B

s
@
=
o
o
=

nuuLuLLVLLYY g
N Ez=<<<zz=<
CJCCICCIC:GCI

X.SME543
MAC. US x.17EC1
MAC.US x.17EFR
SMM.US x.PGM53
SMM.SL.92.SL92B
SMM.US x.F236_H4
STM.US.x.STM

Nef start R17Y mutation
~ m

»-ASG KKL - KQ QG--E------- GG-V-QCSASGGES- - -Q- - S

--ASG-KK::éH>
“ZASG-KK--G
ASG-KK

C GG
Q---G-C-GRSN-S-GEFL--Q-ESGREQN-P-
AGAC-GHWEQL-G- -L--QE-SGREQKLP-
---S-EGWR-LGGE-L--QEESGREQR-R-

E -SGREQK-P

SG-KK QG-
--ASG-KKH-K-LQG- -E-
--ASG-KKP- - - PRG- QE -
--ASG-KKQ-K- -RG- -E-

G-Q- -

B A R\

~-ASG-KK- -K--QG-QE---QTH- GAC-GHCNGS -G-FL- 0. ESGR-ON-

- -ASG-KK- - - -LQG-QE- - - - - - G- C-GQCSGS-G- - L - -QE - 5G- EQN-P-

- -ASG-KK- -K- -RG-QE- - - - - -AGAC - GHWD - LGGK - - - - QERSGREQK- P -

<-ASG-KKH-K--RG-Q ------AGAC-GHWD - LGGE - LREQE SGREQK -P-
KT G-QE- GAC-GHW- - L - GE - - - FQ- ESGR

RG-QE G-C
~-A3G-KK- -T-LRG-QE- - -QTG-RDLWGRCNRSGE - S - RFQ- ESGREQN -
~-ASG-KK- -E- -RG-~E---QTP- -AS-GHWDKLGGE - L - - QE - SOR_0K-
- -ASG-KKH- - -PRG-QE- - - - - - AGAC - GYWN - SGGE - -RFQE - 5-REQK-
RGQ-E- -AG-C-GHWD - LGGE - -R- QEES - - - QK-
- -ASG-KKP- K--RG-»E--»OTP»--S GHWHRLGGESL - - QE- SGREQD -
--5-G-KKQ-KOOPG- -E---- - RGPR-ESS - -RQERSL
--5-G-KKQ- KQORG--E----TQE-P--K-SEGORKO 5--D
“ES-5-KKQ-KQRRE - - EK- - QTQEGP-RK-5E - QQGQSLR - - EKS - -NSK-P-
--5-G-KK- -ERQQG- - EK- - -VPERP- - - -5- -RREQS-R- - -ES- -D-N-P- - .
--5-G-KK-APQQLG- -K- - Q- - - P~ -K-WEGL-E- - - - YREESG- - - - - = - -
- 7S- -KKH-KR- -K~ -E- - A< - -N- - - -W-GL- - - FELYQ- - SG-D- - -RF - EAQ- - 6- SE - EF

--5-G-KKQ-KQQRG- -E- -S-GRRGES- - --EES-R--N-P--..---TAPGAE.

- -T-K---KSP G
----T-KK- -KSP- - G---

- - -VT-KKQRXAG-N-XE- -T-GA--G--Q
- --VA-KKQRKHG-N- -E- - -Q- -TK-A--D--Q
- - -VT-KKQRXAG-N-XE- - -Q- -T--A--D--Q
- - -VT-KKQRKHG-N- -E- - -Q- -TK-A--D--Q
---VT-KKQR-RG-N- -T--A--D--Q
---VT-KKQR-RG-N- -T--A--D--Q
---VT-KKQR-RG-N-YE- - -Q- -T--A--D--Q
---VT-KKQR-RG-N-YE- - -Q- -T--A--D--Q
---VT-KKQR-RG-N-YE- - -Q- -T--A--D--Q
---VT-KKQR-RG-N-YE- - - -T--A--D--Q
----- KKQY-RG-N- -E TA-KA--G-KQ

“R-----K--

HIV-2/SIV Proteins

—

q
-T--0-0Q--Q-C-
ST--A--G--Q--

premature stop in MacZ3Q\
MGGAISMRRSRPSGDLRORLLRARGETYGRLLGEVEDGYSQSPGGLDKGLSSLSC EGOKYNOGOYMNTPWRNPAEEREKLAYRKQNMDDIDE*DDD LVGVSVR.

m

M>>>>>2>1>2>2>M mm mmmm

=0

MooOoOoOHH

max HIV-1 similarity
PKVPLRTMSYKLAIDMSHFIKEKGGLEGIYYSARRHRILDIYLEKEEGIIPDWQDYTSGPGIR
ceeeVeooooN--H---V-

165
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MAC.US x.239
2A.CI.88.UC2
2A.DE.x.
2A.DE.x.
2A.GH

><><O\Ol><
SESZ
wn o

3

XIC763124
'87.CAM2CG
MP1

0000000
 EEZEE

LE

i

o

ciaclaclacioclaciaciocl
o

.CLx.EHO
2B.CI.88.UC1

.CL.x.IC762993
H2B.GH.86.D205
H2G.CLx.ABT96
H2U.FR.96.12034
H2AB.CL.90.7312A

AC.US.x.251_1All
AC.US.x.251_BK28

AC.US.x. MM142
AC.US.x.251_32H_PJ5
AC.US.x.BK28_H824

MNE.US.82.MNE_8
NE.US.x.MNE(027

M.US.x.H9
x.PBJC
x.PBJ_143
x.PBJD
X.PBJE
x.PBJ14_15
X.PBJA

£
=z

15

5

,
=

s
@
=
o
o>
=

nLnLuLLVLLLYY g
SZzzz=<<==
CCCCCCCo

MAC.US.x.17EC1
MAC.US x.17EFR
SMM.US x.PGM53
SMM S 93.SL928
SMM.US.x236_H4
STM.US.x.STM

max HIV-1 similarity
YPKTFGWLWKLVPVN.VSDEAQEDEE. ..

.I-Q ..
. -PQ-GE .
.LPQDENTET. .

.-TQ-GDDT-D.
NPQ-EE-SDT.

s
(2C------I-5---IH--T-I-Q--SL---D-V-FN-F
B LT D-R-FILH

DAN-K-----R....
-E.-AAVTR-E--T...

normal Nef end
=N

-HYLMHPAQTSQWDDPWGEVLAWKFDPTLAYTYEAYVRYPEEFGSKSGLSEEEVRRRLT . . ARGLLNMAD . KK . ETR*

~ANKPKPQKK-
--oKX
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